Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.115; data-to-parameter ratio = 15.1. organic compounds o2426 Asiri et al.
With respect to the planar five-membered ring of the title compound, C 16 H 15 N 3 O 2 S, the phenyl ring is aligned at 47.0 (1) and the phenylene ring at 37.6 (1) . The amino group has the N atom in a pyramidal geometry; the group is a hydrogen-bond donor to the sulfonyl O atom of one molecule and to the pyrazole N atom of another molecule, resulting in the formation of a layer parallel to the bc plane.
Related literature
For the synthesis, see: Gosselin et al. (2006) ; Organ & Mayer (2003 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 3 2 ; Ày þ 1 2 ; Àz þ 1; (ii) x; Ày þ 1; z À 1 2 .
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2010) . increase yield (Gosselin et al., 2006; Organ & Mayer, 2003) . With respect to the planar five-membered ring, the phenyl ring is aligned at 47.0 (1) ° and the phenylene ring at 37.6 (1)°. The amino group is hydrogen bond donor to the sulfonyl O atom of one molecule and to the pyrazolyl N atom of another molecule to result in the formation of a layer parallel to the bc plane.
Experimental 1-Phenylbutan-1,3-dione (10 mmol) and 4-hydrazinobenzenesulfonamide hydrochloride (10 mmol) were heated in ethanol (50 ml) for 4 h; water was added to precipitate the product, which was collected and recrystallized from ethanol as light yellow crystals; m.p. 471-472 K.
Refinement
Carbon bound H-atoms were placed in calculated positions [C-H 0.95 to 0.98 Å, U iso (H) 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation.
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